[The heterogeneity of an influenza virus A population due to differences at individual hemagglutinin H3 sites].
Using monoclonal antibodies to hemagglutinin and nucleoprotein of various influenza virus strains, the populations of long-passaged strain A/Hong Kong/1/68 and of recently isolated strain A/sparrow/Ukraine/83 belonging to the H3N2 serovariant were shown to have subpopulations of virions differing in the structure of antigenic sites of hemagglutinin and in nucleoprotein domain which correlated with the degree of electrostatic interaction of virions with an ion-exchanger. The results of the study indicate a possibility of separation in the course of stepwise ion-exchange chromatography on DEAE-Sephadex A-50 of antigenic variants of influenza virus strains which is very important for the understanding of the mechanisms of population variability as well as for investigation of individual epitopes of hemagglutinin and nucleoprotein domains of influenza virus in evaluation of antigenic relationships of virions belonging to the same strain of a certain serotype.